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U GUAUAUUAC U I AGUC 
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Wild-type hairpin ribozyme 
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FIG. 2 



inactive ribozyme 

C CC C 

u c gagaugua uauuac cugS §gac aguc cuguuu— 3. 

C CUCUACGU GACCAACUG GACAAA 5' 

A C A AAGA 

U ,G (1) 



a AC aA a 



oligonucleotide (2) 



ideavage site 



(2) C CC C 

COCACIIC GA GAU GUAUAUUAC CUG^ gL^CUOUUU— * 
U A c G UCUA ACAAAGA GACCAACUG AAGA GACAAA — 5 ' 

(1) 

active ribozyme 
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FIG. 3a 



FIG. 3b 



domain II 
helix 4 loop B helix 3 

U GUAUAUUAC TT A 3 ' 

U GUG CUGG U 

G CiC ACAAAGA^l 
A 

5 • aaacag agaa gucaJ 



helix 1 loop A | helix 2 
domain I 



domain II 
loop B helix 3 
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u ffgAAACAG GUCA 

cU aggUuuGuc cagu c c 
helix 1 CUC ! A 

loop A f heMx2 
domain I 
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